There were typing errors in Tables 1 and 2 
Reference
Okuyama H, Orikasa Y, Nishida T, Watanabe K, Morita N (2007) Bacterial genes responsible for the biosynthesis of eicosapentaenoic and docosahexaenoic acids and their heterologous expression. Appl Environ Microbiol 73:665-670 E. coli DH5a 36.0 ± 1.0 29.6 ± 0.7 22.0 ± 0.6 0 12.5 ± 1.4 0 E. coli DH5a (pEPAD1) 35.6 ± 0.9 26.9 ± 1.5 21.8 ± 0.9 2.5 ± 0.2 13.2 ± 2.7 1.7 ± 0.1 E. coli DH5a (pEPAD1) (pGBM3) 38.6 ± 1.8 28.2 ± 0.6 20.8 ± 0.3 3.2 ± 1.7 9.2 ± 1.1 1.5 ± 1.3 E. coli DH5a(pEPAD1)[pGBM3::sal(mktA)]
35.9 ± 3.1 18.5 ± 0.4 22.9 ± 1.9 12.3 ± 0.7 10.3 ± 0.8 7.3 ± 1.2 E. coli DH5a(pEPAD1) [pGBM3::sal(DmktA)] 34.0 ± 0.7 26.7 ± 0.2 24.1 ± 1.2 5.9 ± 0.2 9.2 ± 1.7 3.3 ± 0. 
1.7 a Cells were washed three times with phosphate buffer (pH 7.5) by centrifugations at 3,000 · g for 15 min, and they were then suspended in 0.2 ml of 60 mM potassium phosphate buffer (pH 7.0). Cells were disrupted by sonic oscillation using a Sonifier Cell Disruptor (model W185; Branson Ultrasonic Corp., Danbury, CT) for 40 s in an ice bath. Supernatants were removed after the centrifugation of cell lysates at 20,000 · g for 60 min and were used as cell-free extracts
